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SEQUENCE LISTING 

<110> Finnzymes Oy 

<120> Method and materials for producing deletion derivatives 
of proteins 

<130> STOP-MU 

<140> 
<141> 

<160> 13 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 54 
<212> DNA 

<213> Artificial Sequence 

<220> . , 

<223> Description of Artificial Sequence: Modified Mu 

end sequence 
<400> 1 

gatctgattg attgaacgaa aaacgcgaaa gcgtttcacg ataaatgcga aaac 54 



<210> 2 
<211> 1254 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Modified Mu 
transposon 



<400> 2 

gatctgattg attgaacgaa aaacgcgaaa 
tatcgtcaat tattacctcc acggggagag 
agcacacggt cacactgctt ccggtagtca 
cggctattta acgaccctgc cctgaaccga 
gccattcatc cgcttattat cacttattca 
ataactgcct taaaaaaatt acgccccgcc 
attaagcatt ctgccgacat ggaagccatc 
cggcatcagc accttgtcgc cttgcgtata 
gaagttgtcc atattggcca cgtttaaatc 
tgagacgaaa aacatattct caataaaccc 
acacgccaca tcttgcgaat atatgtgtag 
ccagagcgat gaaaacgttt cagtttgctc 
atcccatatc accagctcac cgtctttcat 
caggcgggca agaatgtgaa taaaggccgg 
ctttaaaaag gccgtaatat ccagctgaac 
ctgaaatgcc tcaaaatgtt ctttacgatg 
agtgattttt ttctccattt tagcttcctt 
tacgcccggt agtgatctta tttcattatg 
aacgtctcat tttcgccaaa agttggccca 
atttatttat tctgcgaagt gatcttccgt 
gttttcgcat ttatcgtgaa acgctttcgc 



gcgtttcacg ataaatgcga aaacggatcc 60 
cctgagcaaa ctggcctcag gcatttgaga 120 
ataaaccggt aaaccagcaa tagacataag 180 
cgaccgggtc gaatttgctt tcgaatttct 24 0 
ggcgtagcaa ccaggcgttt aagggcacca 300 
ctgccactca tcgcagtact gttgtaattc 360 
acaaacggca tgatgaacct gaatcgccag 42 0 
atatttgccc atggtgaaaa cgggggcgaa 480 
aaaactggtg aaactcaccc agggattggc 54 0 
tttagggaaa taggccaggt tttcaccgta 600 
aaactgccgg aaatcgtcgt ggtattcact 660 
atggaaaacg gtgtaacaag ggtgaacact 720 
tgccatacgt aattccggat gagcattcat 780 
ataaaacttg tgcttatttt tctttacggt 840 
ggtctggtta taggtacatt gagcaactga 90 0 
ccattgggat atatcaacgg tggtatatcc 960 
agctcctgaa aatctcgaca actcaaaaaa 1020 
gtgaaagttg gaacctctta cgtgccgatc 1080 
gggcttcccg gtatcaacag ggacaccagg 114 0 
cacaggtatt tattcggtcg aaaaggatcc 120 0 
gtttttcgtt caatcaatca gate 1254 
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<210> 3 
<211> 54 
<212> DNA 

<213> Bacteriophage Mu 
<400> 3 

gatctgaagc ggcgcacgaa aaacgcgaaa gcgtttcacg ataaatgcga aaac 54 



<210> 4 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Modified Mu 
end sequence 

<400> 4 

jatctgcggc cgcgcacgaa aaacgcgaaa gcgtttcacg ataaatgcga aaac 54 



<210> 5 
<211> 50 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Modified Mu 
end sequence without 5' overhang 

<400> 5 

tgattgattg aacgaaaaac gcgaaagcgt ttcacgataa atgcgaaaac 50 



<210> 6 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Sequencing 
primer 

<400> 6 

gctagttatt gctcagcgg 19 



<210> 7 
<211> 4814 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Modified Tn7 
transposon 



<400> 7 

ggtaccctgt gaatgcgcaa accaaccctt ggcagaacat atccatcgcg tccgccatct 60 
ccagcagccg cacgcggcgc atctcgggca gcgttgggtc ctggccacgg gtgcgcatga 12 0 
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tcgtgctcct 
atgaatcacc 
gagcaacaac 
cagcgccctg 
tggcagatcc 
atattctttt 
attaatttta 
agccatgaga 
tacgttaaac 
gttgaactgc 
atccctggct 
ttttttttct 
tttattgttc 
gagagcttag 
aaacatgaga 
ctgctgatct 
ctgcatcgca 
ttattgaagc 
gaaaaataaa 
agaaaccatt 
tcttcaagaa 
cacagttaaa 
tcatcctcgg 
cgggcctctt 
tagcgctata 
gctttggccg 
tcatggcgac 
ccggcgccac 
gggctcgcca 
tggccggggg 
tcaacggcct 
gtcgaccgat 
tgactatcgt 
cggcagcgct 
gcctgtcgct 
ccgccaccaa 

tgggctacgt 

ttctcgcttc 
atgacgacca 
tcattggacc 
tggcatggat 
catggagccg 
cactccaaga 
ttggcagaac 
cagcgttggg 
cataccgcca 
acccgtatcg 
cccccttaca 
tttatcagaa 
caggcagagc 
aacaaaatag 
gaaatcagtc 
ctcttcattt 
ggccgctaac 
ctgaggtctg 
atccagccag 
ggtgattttg 
ctgatccttc 
agcgtaatgc 
agcatcaaat 
agccgtttct 



gtcgttgagg 
gatacgcgag 
atgaatggtc 
caccattatg 
ctggcttgtt 
ttttcttata 
ttgttcaaac 
gcttagtacg 
atgagagctt 
tgatcttcgg 
tgttgtccac 
tataaaactt 
aaacatgaga 
tacgttagcc 
gcttagtacg 
tcggatctat 
ggatgctgct 
atttatcagg 
caaatagggg 
attatcatga 
ttctcatgtt 
ttgctaacgc 
caccgtcacc 
gcgggatatc 
tgcgttgatg 
ccgcccagtc 
cacacccgtc 
aggtgcggtt 
cttcgggctc 
actgttgggc 
caacctacta 
gcccttgaga 
cgccgcactt 
ctgggtcatt 
tgcggtattc 
acgtttcggc 
cttgctggcg 
cggcggcatc 
tcagggacag 
gctgatcgtc 
tgtaggcgcc 
ggccacctcg 
attggagcca 
atatccatcg 
tcctgggctg 
gttgtttacc 
tgagcatcct 
cggaggcatc 
gccagacatt 
tcttactgtc 
atctaaacta 
cagttatgct 
tctgaagtgc 
tataacggtc 
cctcgtgaag 
aaagtgaggg 
aacttttgct 
aactcagcaa 
tctgccagtg 
gaaactgcaa 
gtaatgaagg 



acccggctag 
cgaacgtgaa 
ttcggtttcc 
ttccggatct 
gtccacaacc 
aaacttaaaa 
atgagagctt 
ttagccatga 
agtacgtgaa 
atctatgtcg 
aaccgttaaa 
aaaaccttag 
gcttagtacg 
atgagggttt 
tgaaacatga 
gtcgggtgcg 
ggctaccctg 
gttattgtct 
ttccgcgcac 
cattaaccta 
tgacagctta 
agtcaggcac 
ctggatgctg 
gtccattccg 
caatttctat 
ctgctcgctt 
ctgtggatcc 
gctggcgcct 
atgagcgctt 
gccatctcct 
ctgggctgct 
gccttcaacc 
atgactgtct 
ttcggcgagg 
ggaatcttgc 
gagaagcagg 
ttcgcgacgc 
gggatgcccg 
cttcaaggat 
acggcgattt 
gccctatacc 
acctgaatgg 
atcaattctt 
cgtccgccat 
gcattgaccc 
ctcacaacgt 
ctctcgtttc 
agtgaccaaa 
aacgcttctg 
atgccatccg 
tgacaataaa 
gtgaaaaagc 
aaattgcccg 
ctaaggtagc 
aaggtgttgc 
agccacggtt 
ttgccacgga 
gagttcgatt 
ttacaaccaa 
tttattcata 
agaaaactca 
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gctggcgggg 
gcgactgctg 
gtgtttcgta 
atgtcgggtg 
gttaaacctt 
ccttagaggc 
agtacgtgaa 
gggtttagtt 
acatgagagc 
ggtgcggaga 
ccttaaaagc 
aggctattta 
tgaaacatga 
agttcgttaa 
gagcttagta 
gagaaagagg 
tggaacacct 
catgagcgga 
atttccccga 
taaaaatagg 
tcatcgataa 
cgtgtatgaa 
taggcatagg 
acagcatcgc 
gcgcacccgt 
cgctacttgg 
tctacgccgg 
atatcgccga 
gtttcggcgt 
tgcatgcacc 
tcctaatgca 
cagtcagctc 
tctttatcat 
accgctttcg 
acgccctcgc 
ccattatcgc 
gaggctggat 
cgttgcaggc 
•cgctcgcggc 
atgccgcctc 
ttgtctgcct 
aagccggcgg 
gcggagaact 
ctccagcagc 
tgagtgattt 
tccagtaacc 
atcggtatca 
caggaaaaaa 
gagaaactca 
tatgagtgag 
gtcttaaact 
atactggact 
tcgtattaaa 
gagtttaaac 
tgactcatac 
gatgagagct 
acggtctgcg 
tattcaacaa 
ttaaccaatt 
tcaggattat 
ccgaggcagt 



ttgccttact 
ctgcaaaacg 
aagtctggaa 
cggagaaaga 
aaaagcttta 
tatttaagtt 
acatgagagc 
cgttaaacat 
ttagtacgta 
aagaggtaat 
tttaaaagcc 
agttgctgat 
gagcttagta 
acatgagagc 
cgtactatca 
taatgaaatg 
acatctgtat 
tacatatttg 
aaagtgccac 
cgtatcacga 
gctttaatgc 
atctaacaat 
cttggttatg 
cagtcactat 
tctcggagca 
agccactatc 
acgcatcgtg 
catcaccgat 
gggtatggtg 
attccttgcg 
ggagtcgcat 
cttccggtgg 
gcaactcgta 
ctggagcgcg 
tcaagccttc 
cggcatggcg 
ggccttcccc 
catgctgtcc 
tcttaccagc 
ggcgagcaca 
ccccgcgttg 
cacctcgcta 
gtgaatgcgc 
cgcacgcggc 
ttctctggtc 
gggcatgttc 
ttacccccat 
ccgcccttaa 
acgagctgga 
tagaataaag 
agacagaata 
tttgttatgg 
gaggggcgtg 
gatatcggat 
caggcctgaa 
ttgttgtagg 
ttgtcgggaa 
agccgccgtc 
ctgattagaa 
caataccata 
tccataggat 



ggttagcaga 
tctgcgacct 
acgcggaagt 
ggtaatgaaa 
aaagccttat 
gctgatttat 
ttagtacgtt 
gagagcttag 
ctatcaacag 
gaaatggcag 
ttatatattc 
ttatattaat 
cgttagccat 
ttagtacgtt 
acaggttgaa 
gcatccggat 
taacgaagca 
aatgtattta 
ctgacgtcta 
ggccctttcg 
ggtagtttat 
gcgctcatcg 
ccggtactgc 
ggcgtgctgc 
ctgtccgacc 
gactacgcga 
gccggcatca 
ggggaagatc 
gcaggccccg 
gcggcggtgc 
aagggagagc 
gcgcggggca 
ggacaggtgc 
acgatgatcg 
gtcactggtc 
gccgacgcgc 
attatgattc 
aggcaggtag 
ctaacttcga 
tggaacgggt 
cgtcgcggtg 
acggattcac 
aaaccaaccc 
gcatctcggg 
ccgccgcatc 
atcatcagta 
gaacagaaat 
catggcccgc 
cgcggatgaa 
tcttaaactg 
gttgtaaact 
ctaaagcaaa 
gggtcgacgc 
ccggccgccg 
tcgccccatc 
tggaccagtt 
gatgcgtgat 
ccgtcaagtc 
aaactcatcg 
tttttgaaaa 
ggcaagatcc 
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180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 



WO 03/087370 



PCT/FI03/0028 



tggtatcggt ctgcgattcc gactcgtcca 

tcaaaaataa ggttatcaag tgagaaatca 

ggcaaaagct tatgcatttc tttccagact 

tcaaaatcac tcgcatcaac caaaccgtta 

aatacgcgat cgctgttaaa aggacaatta 

aacactgcca gcgcatcaac aatattttca 

aatgctgttt tcccggggat cgcagtggtg 

aaatgcttga tggtcggaag aggcataaat 

tctgtaacat cattggcaac gctacctttg 

ggcttcccat acaatcgata gattgtcgca 

ttatacccat ataaatcagc atccatgttg 

tcccgttgaa tatggctcat aacacccctt 

attgttcatg atgatatatt tttatcttgt 

acgtggctta ctaggatccg atatcattta 

cgaccaacca gataagtgaa atctagttcc 

tagcttacga cgctacaccc agttcccatc 

aaaaactcca tttccacccc tcccagttcc 

gcttttctgt gact 
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acatcaatac aacctattaa tttcccctcg 3840 
ccatgagtga cgactgaatc cggtgagaat 3900 
tgttcaacag gccagccatt acgctcgtca 3960 
ttcattcgtg attgcgcctg agcgagacga 4 02 0 
caaacaggaa tcgaatgcaa ccggcgcagg 408 0 
cctgaatcag gatattcttc taatacctgg 414 0 
agtaaccatg catcatcagg agtacggata 4200 
tccgtcagcc agtttagtct gaccatctca 4260 
ccatgtttca gaaacaactc tggcgcatcg 4320 
cctgattgcc cgacattatc gcgagcccat 4380 
gaatttaatc gcggcctcga gcaagacgtt 444 0 
gtattactgt ttatgtaagc agacagtttt 4500 
gcaatgtaac atcagagatt ttgagacaca 4560 
aatctaggga taacagggta atactagtgt 4620 
aaactatttt gtcattttta attttcgtat 4680 
tattttgtca ctcttcccta aataatcctt 4740 
caactatttt ctactcactc accgtaagat 4800 

4814 



<2: " 8 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 8 

acggtgagtg agtagaaaat agttgggaac tggga 



<210> 9 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 9 

cgtatgagtg agtagaataa agtcttaaac tgaacaaaat aga 



<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 10 

aagtagcttt tctgtgactg gt 



<210> 11 
<211> 21 
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<212> DNA * , 

<213> Artificial Sequence ? 

* 

<220> \ 
<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 11 

gatggcatga cagtaagagc t 21 



<210> 12 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 12 

agctggcgaa agggggatgt g 



<210> 13 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 



<400> 13 

ttatgcttcc ggctcgtatg ttgtgt 



26 



